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Anaendments to the Claims 



1. (Cvuiently Amended) An isolated and pu ified bacterial reverse transcriptase 



(RT) o .f( SE QlP N O: I), which syntihesizes msDNA, 
comprises: 

a sequence of anxino acid residues as follows: 
50), wherein XaSi^ is alaniae or cysteine; 



^i md whioh -j &ji mia-SaM.R T 



Tyr-Xaa^-Asp-Asp sL{SEQ ID NO: 



W.k ,whe gLein ..XaA ; ^jLs...aiiydroi?kQbicjegidu.e^^ 



phenvlaJaning. Igucing. and Jaoleucine. Xaa^ ^ 




s.<^,'jfi,tsdicQm.J3ifi. fiiQijn..fl.Oflgistiag of tfVt)tophan> tjhenvk 



4.V a fourth sequence of amirto acid residues a-s 



Mh ?gqyen<ie of%m\m acid residugs a^i folLciws: Glv-Xaa ^^Pro. wberein xai is 



of 



2i ftH d - f urtli e r o omprioQQ a se£2M.eequence of an ino acid residues follows: Jisn- 
Xaai-Xaa2, wherein Xaai is a hydrophobic residue selected from the group consisting 
alanine, leucine, and phenylalanine, and Xaa^ is a hydropW jbic residue selected from the gi oup 
consisting of leucine, valine, and isoleucine[[.]]^ 



pmJhe...grout> consisting of valn^ 



residue selected Ci^r^ f^h^^ yi4^„p 



iJn 




line^nd-alanii^^: 



2.-6. (Canceled) 
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7. (Cmxently Amended) An isolated and pu;rified bacterial reverse transcriptase 
(RT) which synthesizes msDNA and which is essential Ibr the synthesis of mst)NA in \ 
said RT comprises a sequence of amino acid residues as fc Hows: Tyr- Xaa^- Asp-Asp, wherein 



Xafifi is alanine or cysteine, as shown in SEQ ID NO: 50, 



subdomain 5 shown in Fig. 14 at positions 175-191 of Se4 JD NO: 32, at positions 175-191 of 



SEQ ID NO: 33, at positions 175-191 of SEQ ID NO: 34, 
35, at positions 159-175 of SEQ ID NO; 36, at positions 



positions 157-173 of SEQ ID NO: 38, and further comprising the 61 amino acid residuei as 



shown by black dots in Figure 14 of SEQ ID NosHQs: 
residue and p is a small polar residue. 
8.-17. (Canceled) 



ivo. 



wherein said sequence is locate! in 



It positions 168-184 of SEQ ID NO: 
17M87 of SEQ ID NO: 37, ani at 



32-28, wherein h is a hydrophobic 
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